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<210> 1 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target marnmalian sequences 

<400> 1 

Arg Ser Asp His Leu Ser Arg 
1 5 



<210> 2 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 2 

Asp Asn Arg Asp Arg Thr Lys 
1 5 



<210> 3 

<211> 7 

<212> PRT 

<213> Artificial Sequence 



1 



<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 3 

Asp Arg Lys Thr Leu He Glu 
1 5 



<210> 4 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 4 

Thr Ser Ser Gly Leu Ser Arg 
1 5 



<210> 5 

<211> 7 

<212> PRT 

<213> Artificial Secjuence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 5 

Arg Ser Asp His Leu Ser Glu 
1 5 



<210> 6 

<211> 7 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 6 

Thr Ser Ser Asp Arg Thr Lys 
1 5 



<210> 7 



<211> " 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 7 

Arg Asp His Arg 
1 



<210> 8 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 8 

Asp Arg Asp Lys 
1 



<210> 9 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 9 

Asp Lys Thr Glu 
1 



<210> 10 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 10 

Thr Ser Gly Arg 
1 



3 



<210> 11 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 11 

Arg Asp His Glu 
1 



<210> 12 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered portion of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 12 

Thr Ser Asp Lys 
1 



<210> 13 
<211> 5 
<212> PRT 

<213> * Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 13 

Thr Gly Glu Lys Pro 
1 5 



<210> 14 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 14 



4 



Thr Gly Gly Gin Arg Pro 



1 


5 




<210> 


15 




<211> 


5 




<212> 


PRT 




<213> 


Artificial 


Sequence 


<220> 






<223> 


Engineered 


linker sequence 



: a zinc finger peptide designed to bind 
with target mammalian sequences 



<400> 


15 


Thr Gly Gin Lys Pro 


1 


5 


<210> 


16 


<211> 


6 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Engineered linker sequence 



<400> 16 

Thr Gly Ser Gin Lys Pro 
1 5 



<210> 17 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 17 

acccgggttc ccctcggg 18 



<210> 


18 


<211> 


25 


<212> 


PRT 


<213> 


Homo 


<220> 




<221> 


misc. 


<222> 


(2) . 


<223> 


Xaa i 


be 





(5) 



absent 

<220> 



5 



<221> misc__f eature 
<222> (7).. (18) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

< 2 2 1> mi sc_f ea ture 
<222> (20).. (24) 

<223> Xaa can be any naturally occurring amino acid and up to 2 residues may 
be 

absent 
<400> 18 

Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
1 5 10 15 



Xaa Xaa His Xaa Xaa Xaa Xaa Xaa His 
20 25 



<210> 19 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 19 

Thr Gly Glu Lys Pro 
1 5 



<210> 20 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 20 

Leu Arg Gin Lys Asp Gly Glu Arg Pro 
1 5 



<210> 21 

<211> 4 

<212> PRT 

<213> Artificial Sequence 
<220> 



6 



<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 21 

Gly Gly Arg Arg 
1 



<210> 22 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 22 

Gly Gly Gly Gly Ser 
1 5 



<210> 23 

<211> 8 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 23 

Gly Gly Arg Arg Gly Gly Gly Ser 
1 5 



<210> 24 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 24 

Leu Arg Gin Arg Asp Gly Glu Arg Pro 
1 5 



<210> 25 
<211> 12 
<212> PRT 



7 



<213> Artificial Sequence 



<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 25 

Leu Arg Gin Lys Asp Gly Gly Gly Ser Glu Arg Pro 
15 10 



<210> 26 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Engineered linker sequence of a zinc finger peptide designed to bind 
with target mammalian sequences 

<400> 26 

Leu Arg Gin Lys Asp Gly Gly Gly Ser Gly Gly Gly Ser Glu Arg Pro 
15 10 15 



<210> 27 

<211> 181 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Zinc finger protein designed to bind to a target sequence in the human 
CHK2 gene 

<400> 27 

Met Ala Glu Arg Pro Phe Gin Cys Arg He Cys Met Arg Asn Phe Ser 
15 10 15 



Arg Ser Asp His Leu Ser Arg His He Arg Thr His Thr Gly Glu Lys 
20 25 30 



Pro Phe Ala Cys Asp He Cys Gly Arg Lys Phe Ala Asp Asn Arg Asp 
35 40 45 



Arg Thr Lys His Thr Lys He His Thr Gly Gly Gin Arg Pro Tyr Ala 
50 55 60 



Cys Pro Val Glu Ser Cys Asp Arg Arg Phe Ser Asp Arg Lys Thr Leu 
65 70 75 80 



8 



lie Glu His lie Arg lie His Thr Gly Gin Lys Pro Phe Gin Cys Arg 
85 90 95 



lie Cys Met Arg Asn Phe Ser Thr Ser Ser Gly Leu Ser Arg His lie 
100 105 110 



Arg Thr His Thr Gly Ser Gin Lys Pro Phe Gin Cys Arg lie Cys Met 
115 120 125 



Arg Asn Phe Ser Arg Ser Asp His Leu Ser Glu His lie Arg Thr His 
130 135 140 



Thr Gly Glu Lys Pro Phe Ala Cys Asp lie Cys Gly Arg Lys Phe Ala 
145 150 155 160 



Thr Ser Ser Asp Arg Thr Lys His Thr Lys lie His Leu Arg Gin Lys 
165 170 175 



Asp Ala Ala Arg Asn 
180 



<210> 28 

<211> 6308 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (1) . . (6308) 

<223> Double stranded DNA sequence 
<220> 

<221> CDS 

<222> (956) . . (1849) 

<400> 28 



gacggatcgg 


gagatctccc 


gatcccctat 


ggtcgactct 


cagtacaatc 


tgctctgatg 


60 


ccgcatagtt 


aagccagtat 


ctgctccctg 


cttgtgtgtt 


ggaggtcgct 


gagtagtgcg 


120 


cgagcaaaat 


ttaagctaca 


acaaggcaag 


gcttgaccga 


caattgcatg 


aagaatctgc 


180 


ttagggttag 


gcgttttgcg 


ctgcttcgcg 


atgtacgggc 


cagatatacg 


cgttgacatt 


240 


gattattgac 


tagttattaa 


tagtaatcaa 


ttacggggtc 


attagttcat 


agcccatata 


300 


tggagttccg 


cgttacataa 


cttacggtaa 


atggcccgcc 


tggctgaccg 


cccaacgacc 


360 



9 



cccgcccatt gacgtcaata atgacgtatg ttcccatagt aacgccaata gggactttcc 420 

attgacgtca atgggtggac tatttacggt aaactgccca cttggcagta catcaagtgt 480 

atcatatgcc aagtacgccc cctattgacg tcaatgacgg taaatggccc gcctggcatt 540 

atgcccagta catgacctta tgggactttc ctacttggca gtacatctac gtattagtca 600 

tcgctattac catggtgatg cggttttggc agtacatcaa tgggcgtgga tagcggtttg 660 

actcacgggg atttccaagt ctccacccca ttgacgtcaa tgggagtttg ttttggcacc 720 

aaaatcaacg ggactttcca aaatgtcgta acaactccgc cccattgacg caaatgggcg 780 

gtaggcgtgt acggtgggag gtctatataa gcagagctct ctggctaact agagaaccca 840 

ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa gctggctagc 900 

gtttaaactt aagctgatcc actagtccag tgtggtggaa ttcgctagcg ccacc atg 958 

Met 
1 

gcc ccc aag aag aag agg aag gtg gga ate gat ggg gta ccc ttc cag 1006 
Ala Pro Lys Lys Lys Arg Lys Val Gly lie Asp Gly Val Pro Phe Gin 
5 10 15 

tgt cga ate tge atg egt aac ttc agt egt agt gac cac etg age egg 1054 
Cys Arg lie Cys Met Arg Asn Phe Ser Arg Ser Asp His Leu Ser Arg 
20 25 30 

cae ate egc ace cac aea ggc gag aag eet ttt gcc tgt gac att tgt 1102 
His lie Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp He Cys 
35 40 45 

ggg agg aaa ttt gcc gac aac egg gac cgc aea aag cat ace aag ata 1150 
Gly Arg Lys Phe Ala Asp Asn Arg Asp Arg Thr Lys His Thr Lys He 
50 55 60 65 

cac aeg ggc gga cag egg ccg tac gea tge ect gtc gag tee tge gat 1198 
His Thr Gly Gly Gin Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp 
70 75 80 

cgc cgc ttt tct gac agg aag aea ett ate gag eat ate cgc ate cac 1246 
Arg Arg Phe Ser Asp Arg Lys Thr Leu He Glu His He Arg He His 
85 90 95 

ace ggt cag aag ccc ttc cag tgt cga ate tge atg egt aac ttc agt 1294 
Thr Gly Gin Lys Pro Phe Gin Cys Arg He Cys Met Arg Asn Phe Ser 
100 105 110 

ace age age ggg etg age egc eac ate cgc aec cae aea gga tet cag 1342 
Thr Ser Ser Gly Leu Ser Arg His He Arg Thr His Thr Gly Ser Gin 
115 120 125 

aag ccc ttc cag tgt cga ate tge atg egt aac ttc agt egt agt gac 1390 
Lys Pro Phe Gin Cys Arg He Cys Met Arg Asn Phe Ser Arg Ser Asp 
130 135 140 145 



10 



cac ctg age gaa cac att cgc acc cac aca ggc gag aag cct ttt gcc 
His Leu Ser Glu His lie Arg Thr His Thr Gly Glu Lys Pro Phe Ala 
150 155 160 



1438 



tgt gac att tgt ggg agg aaa ttt gcc acc age age gae cgc aca aag 1486 
Cys Asp lie Cys Gly Arg Lys Phe Ala Thr Ser Ser Asp Arg Thr Lys 
165 170 175 

cat acc aag ata cac ctg cgc caa aaa gat gcg gcc egg gga tec ggc 1534 
His Thr Lys lie His Leu Arg Gin Lys Asp Ala Ala Arg Gly Ser Gly 
180 185 190 

atg gat get aag tea eta act gee tgg tec egg aca ctg gtg acc ttc 1582 
Met Asp Ala Lys Ser Leu Thr Ala Trp Ser Arg Thr Leu Val Thr Phe 
195 200 205 

aag gat gta ttt gtg gae ttc acc agg gag gag tgg aag ctg ctg gae 1630 
Lys Asp Val Phe Val Asp Phe Thr Arg Glu Glu Trp Lys Leu Leu Asp 
210 215 220 225 

act get cag cag ate gtg tae aga aat gtg atg ctg gag aac tat aag 1678 
Thr Ala Gin Gin lie Val Tyr Arg Asn Val Met Leu Glu Asn Tyr Lys 
230 235 240 

aac ctg gtt tec ttg ggt tat cag ctt act aag cca gat gtg ate etc 1726 
Asn Leu Val Ser Leu Gly Tyr Gin Leu Thr Lys Pro Asp Val lie Leu 
245 250 255 

egg ttg gag aag gga gaa gag ccc tgg ctg gtg gag aga gaa att cac 1774 
Arg Leu Glu Lys Gly Glu Glu Pro Trp Leu Val Glu Arg Glu lie His 
260 265 270 

caa gag acc cat cct gat tea gag act gea ttt gaa ate aaa tea tea 1822 
Gin Glu Thr His Pro Asp Ser Glu Thr Ala Phe Glu lie Lys Ser Ser 
275 280 285 

gtt gac tae aag gae gac gat gae aag taagettcte gagtctagct 1869 
Val Asp Tyr Lys Asp Asp Asp Asp Lys 
290 295 

agagggeecg tttaaaeceg ctgatcagee tcgactgtgc cttctagttg ecagccatct 1929 

gttgtttgcc cctcccccgt gecttcettg accctggaag gtgccactcc cactgteett 1989 

tectaataaa atgaggaaat tgcatcgeat tgtctgagta ggtgtcattc tattctgggg 2049 

ggtggggtgg ggcaggacag caagggggag gattgggaag acaatagcag gcatgctggg 2109 

gatgcggtgg getctatgge ttctgaggcg gaaagaacca gctggggctc tagggggtat 2169 

ccccacgcgc cctgtagcgg cgcattaagc gcggcgggtg tggtggttac gcgcagegtg 2229 

accgetacac ttgceagcgc cctagcgcec getccttteg etttcttcce ttcctttete 2289 

gccaegtteg ceggetttee cegtcaaget ctaaatcggg gcateecttt agggttccga 2349 



11 



tttagtgctt 


tacggcacct 


cgaccccaaa 


aaacttgatt 


agggtgatgg 


ttcacgtagt 


2409 


gggccatcgc 


cctgatagac 


ggtttttcgc 


cctttgacgt 


tggagtccac 


gttctttaat 


2469 


agtggactct 


tgttccaaac 


tggaacaaca 


ctcaacccta 


tctcggtcta 


ttcttttgat 


2529 


ttataaggga 


ttttggggat 


ttcggcctat 


tggttaaaaa 


atgagctgat 


ttaacaaaaa 


2589 


tttaacgcga 


attaattctg 


tggaatgtgt 


gtcagttagg 


gtgtggaaag 


tccccaggct 


2649 


ccccaggcag 


gcagaagtat 


gcaaagcatg 


catctcaatt 


agtcagcaac 


caggtgtgga 


2709 


aagtccccag 


gctccccagc 


aggcagaagt 


atgcaaagca 


tgcatctcaa 


ttagtcagca 


2769 


accatagtcc 


cgcccctaac 


tccgcccatc 


ccgcccctaa 


ctccgcccag 


ttccgcccat 


2829 


tctccgcccc 


atggctgact 


aatttttttt 


atttatgcag 


aggccgaggc 


cgcctctgcc 


2889 


tctgagctat 


tccagaagta 


gtgaggaggc 


ttttttggag 


gcctaggctt 


ttgcaaaaag 


2949 


ctcccgggag 


cttgtatatc 


cattttcgga 


tctgatcaag 


agacaggatg 


aggatcgttt 


3009 


cgcatgattg 


aacaagatgg 


attgcacgca 


ggttctccgg 


ccgcttgggt 


ggagaggcta 


3069 


ttcggctatg 


actgggcaca 


acagacaatc 


ggctgctctg 


atgccgccgt 


gttccggctg 


3129 


tcagcgcagg 


ggcgcccggt 


tctttttgt'c 


aagaccgacc 


. tgtccggtgc 


cctgaatgaa 


3189 


ctgcaggacg 


aggcagcgcg 


gctatcgtgg 


ctggccacga 


cgggcgttcc 


ttgcgcagct 


3249 


gtgctcgacg 


ttgtcactga 


agcgggaagg 


gactggctgc 


tattgggcga 


agtgccgggg 


3309 


caggatctcc 


tgtcatctca 


ccttgctcct 


gccgagaaag 


tatccatcat 


ggctgatgca 


3369 


atgcggcggc 


tgcatacgct 


tgatccggct 


acctgcccat 


tcgaccacca 


agcgaaacat 


3429 


cgcatcgagc 


gagcacgtac 


tcggatggaa 


gccggtcttg 


tcgatcagga 


tgatctggac 


3489 


gaagagcatc 


aggggctcgc 


gccagccgaa 


ctgttcgcca 


ggctcaaggc 


gcgcatgccc 


3549 


gacggcgagg 


atctcgtcgt 


gacccatggc 


gatgcctgct 


tgccgaatat 


catggtggaa 


3609 


aatggccgct 


tttctggatt 


catcgactgt 


ggccggctgg 


gtgtggcgga 


ccgctatcag 


3669 


gacatagcgt 


tggctacccg 


tgatattgct 


gaagagcttg 


gcggcgaatg 


ggctgaccgc 


3729 


ttcctcgtgc 


tttacggtat 


cgccgctccc 


gattcgcagc 


gcatcgcctt 


ctatcgcctt 


3789 


cttgacgagt 


tcttctgagc 


gggactctgg 


ggttcgaaat 


gaccgaccaa 


gcgacgccca 


3849 


acctgccatc 


acgagatttc 


gattccaccg 


ccgccttcta 


tgaaaggttg 


ggcttcggaa 


3909 


tcgttttccg 


ggacgccggc 


tggatgatcc 


tccagcgcgg 


ggatctcatg 


ctggagttct 


3969 


tcgcccaccc 


caacttgttt 


attgcagctt 


ataatggtta 


caaataaagc 


aatagcatca 


4029 


caaatttcac 


aaataaagca 


tttttttcac 


tgcattctag 


ttgtggtttg 


tccaaactca 


4089 
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tcaatgtatc 


t tatcatgtc 


tgtataccgt 


cgacctctag 


ctagagcttg 


gcgtaatcat 


4149 


ggtcatagct 


gtttcctgtg 


tgaaattgtt 


atccgctcac 


aattccacac 


aacatacgag 


4209 


ccggaagcat 


aaagtgtaaa 


gcctggggtg 


cctaatgagt 


gagctaactc 


acattaattg 


4269 


cgttgcgctc 


actgcccgct 


ttccagtcgg 


gaaacctgtc 


gtgccagctg 


cattaatgaa 


4329 


tcggccaacg 


cgcggggaga 


ggcggtttgc 


gtattgggcg 


ctcttccgct 


tcctcgctca 


4389 


ctgactcgct 


gcgctcggtc 


gttcggctgc 


ggcgagcggt 


atcagctcac 


tcaaaggcgg 


4449 


taatacggtt 


atccacagaa 


tcaggggata 


acgcaggaaa 


gaacatgtga 


gcaaaaggcc 


4509 


agcaaaaggc 


caggaaccgt 


aaaaaggccg 


cgttgctggc 


gtttttccat 


aggctccgcc 


4569 


cccctgacga 


gcatcacaaa 


aatcgacgct 


caagtcagag 


gtggcgaaac 


ccgacaggac 


4629 


tataaagata 


ccaggcgttt 


ccccctggaa 


gctccctcgt 


gcgctctcct 


gttccgaccc 


4689 


tgccgcttac 


cggatacctg 


tccgcctttc 


tcccttcggg 


aagcgtggcg 


ctttctcaat 


4749 


gctcacgctg 


taggtatctc 


agttcggtgt 


aggtcgttcg 


ctccaagctg 


ggctgtgtgc 


4809 


acgaaccccc 


cgttcagccc 


gaccgctgcg 


ccttatccgg 


taactatcgt 


cttgagtcca 


4869 


acccggtaag 


acacgactta 


tcgccactgg 


cagcagccac 


tggtaacagg 


attagcagag 


4929 


cgaggtatgt 


aggcggtgct 


acagagttct 


tgaagtggtg 


gcctaactac 


ggctacacta 


4989 


gaaggacagt 


atttggtatc 


tgcgctctgc 


tgaagccagt 


taccttcgga 


aaaagagttg 


5049 


gtagctcttg 


atccggcaaa 


caaaccaccg 


ctggtagcgg 


tggttttttt 


gtttgcaagc 


5109 


agcagattac 


gcgcagaaaa 


aaaggatctc 


aagaagatcc 


tttgatcttt 


tctacggggt 


5169 


ctgacgctca 


gtggaacgaa 


aactcacgtt 




ggtcatgaga 


ttatcaaaaa 


5229 


ggatcttcac 


ctagatcctt 


ttaaattaaa 


aatgaagttt 


taaatcaatc 


taaagtatat 


5289 


atgagtaaac 


ttggtctgac 


agttaccaat 


gcttaatcag 


tgaggcacct 


atctcagcga 


5349 


tctgtctatt 


tcgttcatcc 


atagttgcct 


gactccccgt 


cgtgtagata 


actacgatac 


5409 


gggagggctt 


accatctggc 


cccagtgctg 


caatgatacc 


gcgagaccca 


cgctcaccgg 


5469 


ctccagattt 


atcagcaata 


aaccagccag 


ccggaagggc 


cgagcgcaga 


agtggtcctg 


5529 


caactttatc 


cgcctccatc 


cagtctatta 


attgttgccg 


ggaagctaga 


gtaagtagtt 


5589 


cgccagttaa 


tagtttgcgc 


aacgttgttg 


ccattgctac 


aggcatcgtg 


gtgtcacgct 


5649 


cgtcgtttgg 


tatggcttca 


ttcagctccg 


gttcccaacg 


atcaaggcga 


gttacatgat 


5709 


cccccatgtt 


gtgcaaaaaa 


gcggttagct 


ccttcggtcc 


tccgatcgtt 


gtcagaagta 


5769 
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agttggccgc 


agtgttatca 


ctcatggtta 


tggcagcact 


gcataattct 


cttactgtca 


tgccatccgt 


aagatgcttt 


tctgtgactg 


gtgagtactc 


aaccaagtca 


ttctgagaat 


agtgtatgcg 


gcgaccgagt 


tgctcttgcc 


cggcgtcaat 


acgggataat 


accgcgccac 


atagcagaac 


tttaaaagtg 


ctcatcattg 


gaaaacgttc 


ttcggggcga 


aaactctcaa 


ggatcttacc 


gctgttgaga 


tccagttcga 


tgtaacccac 


tcgtgcaccc 


aactgatctt 


cagcatcttt 


tactttcacc 


agcgtttctg 


ggtgagcaaa 


aacaggaagg 


caaaatgccg 


caaaaaaggg 


aataagggcg 


acacggaaat 


gttgaatact 


catactcttc 


ctttttcaat 


attattgaag 


catttatcag 


ggttattgtc 


tcatgagcgg 


atacatattt 


gaatgtattt 


agaaaaataa 


acaaataggg 


gttccgcgca 


catttccccg 


aaaagtgcca 


cctgacgtc 



<210> 29 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 29 

ccgaacatac agcaagaaac actt 

<210> 30 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223>- Synthetic oligonucleotide sequence for RNA analysis 

<400> 30 

tccattgcca ctgtgatctt eta 



<210> 31 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 31 

cggattttca gggaagtggg tcctaa 

<210> 32 



14 



<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic oligonucleotide sequence for RNA analysis 



<400> 32 

gctggagtgc agtgggtgat 
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<210> 33 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 33 

tgactgtagg ccaagctaat tgg 23 

<210> 34 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 



<210> 35 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 35 

ccagcaaact ggtgctcaag 20 

<210> 36 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<400> 34 

ttggctcact gcaagctctg ccct 



24 



<220> 
<223> 



Synthetic oligonucleotide sequence for RNA analysis 



<400> 36 

agtccaatgt ccagcccatg a 



21 



15 



<210> 37 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 37 

caccaaggtg ccggaactga tcaga 

<210> 38 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 38 

agagacccat cctgattcag a 

<210> 39 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 39 

agctcggatc cttacagatc t 



<210> 40 

<211> 19 

<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 40 

ctgcatttga aatcaaatc 

<210> 41 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 
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<400> 41 

ttccgataac gaacgagact ct 



<210> 42 

<211> 19 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 



<400> 42 

tggctgaacg ccacttgtc 



<210> 43 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 43 

taactagtta cgcgaccccc gag 



<210> 44 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 
<400> 44 

ccttttgcag accacagtcc a 



<210> 45 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 



<400> 45 

gcagggatga tgttctggag a 



<210> 46 

<211> 23 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 46 

cactgccacc cagaagactg tgg 

<210> 47 

<211> 23 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 47 

agcaaagaga gcgtctaacc aga 

<210> 48 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 48 

cctcaatgcc tcctggga 

<210> 49 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 49 

cgggttctaa gttccgctct cccttctaaa 



<210> 50 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic oligonucleotide sequence for RNA analysis 

<400> 50 

acatcaagaa ggtggtgaag 

<210> 51 
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<z±±> 


O 1 

zl 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic oligonucleotide 


<400> 


51 


agcttgacaa agtggtcgtt g 


<210> 


52 


<211> 


23 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic oligonucleotide 


<400> 


52 


cactgagcac caggtggtct cct 


<210> 


53 


<211> 


180 


<212> 


PRT 


<213> 


Artificial Sequence 



21 



23 



<220> 

<223> Zinc finger protein designed to bind to a target sequence in the rat 
phospholamban gene 



<400> 53 

Met Ala Glu Arg Pro Tyr Ala Cys Pro Val Glu Ser Cys Asp Arg Arg 
15 10 15 



Phe Ser Thr Ser Ala Asp Leu Thr Glu His lie Arg lie His Thr Gly 
20 25 30 



Gin Lys Pro Phe Gin Cys Arg lie Cys Met Arg Asn Phe Ser Ala Ser 
35 40 45 



Ala Asn Leu Ser Arg His lie Arg Thr His Thr Gly Gly Glu Arg Pro 
50 55 60 



Phe Gin Cys Arg lie Cys Met Arg Asn Phe Ser Arg Ser Asp Ala Leu 
65 70 75 80 



Ser Thr His lie Arg Thr His Thr Gly Glu Lys Pro Phe Ala Cys Asp 
85 90 95 
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lie Cys Gly Arg Lys Phe Ala Asp Arg Ser Thr Arg Thr Lys His Thr 
100 105 110 



Lys lie His Thr Gly Ser Gin Lys Pro Phe Gin Cys Arg lie Cys Met 
115 120 125 



Arg Asn Phe Ser Arg Ser Asp Val Leu Ser Ala His lie Arg Thr His 
130 135 140 



Thr Gly Glu Lys Pro Phe Ala Cys Asp lie Cys Gly Lys Lys Phe Ala 
145 150 155 160 



Asp Arg Ser Asn Arg lie Lys His Thr Lys lie His Leu Arg Gin Lys 
165 170 175 



Asp Ala Ala Arg 
180 
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